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Certificate

We confirm that you have participated in the survey for immunology/proteins in serum.
This certificate is according to the current version of the RiliBAK valid until the end of October 2026.
You have met the requirements of the survey for the following analytes:

Albumin (7) Transferrin (4) IgA (4)
IgG (4) IgM (4) Haptoglobin (4)
C3-complement (4) C4-complement (4) CRP (4)
IgE (5) sol.Transfe.Receptor (2)
L/\/L C- =) - WL 1 / . M (ﬁ\)\/
Prof. Dr. Dr. K. P. Kohse Dr. Anja Kessler Dr. Marika Enders
EQA scheme director Head of Reference Institute EQAS-Board

The number in parentheses characterizes the analytical method used.
The assignment of the number to the respective method and/or the respective instrument
is to be taken from the total evaluation.

This certificate is valid in conjunction with the final report dated 30.04.26.
This is available for download in the RfB-Online system.

Stiftung fir Pathobiochemie und Molekulare Diagnostik, Referenzinstitut fiir Bioanalytik. - Friesdorfer Str. 153 - D-53175 Bonn
Tel. 0228 / 926895 - 0 - Web: www.rfb.bio - E-Mail: info@spmd-rfb.de



Survey:
month:

1G2/26
April 2026

Participant-No: 9900954

Listing and Evaluation of all your results

Explanations

Certificate
A certificate is issued (given) for an analyte only if the basis for an evaluation of the accuracy is given by the guidelines of the
German Medical Association and/or if an evaluation is possible in analogy to these guidelines (see comments on the evaluation)
and, if both results for an analyte are within the given acceptance limits. (marked as '+' below C)

Participation certificate

In the participation certificate all analytes which are included in the list on this page are listed.
If all analytes are listed on the certificate no participation certificate is printed.

RfB
SPMD

page 2 of 8

Legend:

C=Certification, M=No of method, R=your result, D=difference (R-T)

Dmax= maximum allowable amount of difference in measurement, partly given by

annax 1 of the guideline of the BAK.

T = target value, either reference method value or assigned value, LL | UL = lower resp. upper limit

Certification:

+ = fulfilled ( quotient | D/Dmax | <=1.0)
- = not fulfilled (quotient | D/Dmax | > 1.0
+ = certification cancelled because of technical

and/or analytical reasons

C|M R D/Dmax T LL UL
Albumin| +| 7|A  32.0 0.03 318 | 254 | 38.2
la/ B 56.3 0.16 545 | 436 | 654
Transferrin| +| 4|A  1.86 0.27 1.80 1.58 | 2.02
[9/] B 3.76 0.22 366 | 3.22| 4.10
IgA[ +| 4|/A  1.55 0.09 1.52 1.21 1.83
[9/] B 327 -0.03 329 | 263| 3.95
IgG| +| 4|/A 9.78 0.03 9.72| 797 11.5
[9/ B 183 | -0.06 18.5| 151 21.9
IgM| +| 4|A 1.39 | -0.08 1.42 1.05| 1.79
[9/] B 281 -0.18 295| 218| 3.72
Haptoglobin| +| 4|/A  1.00 0.00 0.998 | 0.698 | 1.30
[9/ B 1.61 0.02 1.60 112 | 2.08
C3-complement| +| 4(A 1.07 | -0.12 1.11 | 0.777 1.45
[9/] B 135| -0.05 1.37 | 0.959 | 1.79
C4-complement| +| 4/A 0.250 0.13 0.240 | 0.168 | 0.312
[9/ B 0.260 0.13 0.250 | 0.175| 0.325
CRP|+| 4|A 50.2 0.02 50.0 | 40.0| 60.0
[mg/1] B 745 -0.03 75.0| 60.0( 90.0

IgE| +| 5|A 60.1 -0.31 66.2 | 46.3| 86.1
[kun B 121 -0.23 130 | 91.0 169
sol.Transfe.Receptor| +| 2|A 0.930 0.07 0.910 | 0.637 1.19
[mg/1] B 189 -0.07 1.93 1.35| 251
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Analyte  Albumin [_sample A fg/
Method all methods M Kit N Min 16.P 50.P 84.P Max 20 30 40 50
)y - Alle 53 280 310 325 340 512 +
success rate 98,6 % out of range 3 2 13 5 301 326 329 1
o) ® 6} B 2 28 16 310 320 329 335 350 1
2 30 4 327 33.0 47.0 |
4 4 12 300 301 314 319 326 4
4 30 118 303 320 330 340 370 +
4 38 7 309 31.8 32.6 1
| 80 4 43 7 32 31.6 33.0 1
4 328 7 293 31.0 320 1
7 4 68 290 306 310 320 429 13
L 7 30 191 290 323 333 341 438 +
7 38 27 288 306 313 320 327 1
7 43 43 280 310 318 325 338 ]
- 7328 8 310 310 319 324 325 1
o ,ﬁ 160 [ sampleB[g/
ﬁ 4 M Kit N Min 16.P 50.P 84.P Max 40 60 80
.3‘“"" 7 Alle 536 311 530 546  57.0 565656 +
2 13 5 518 56.9 60.0 1
2 28 16 527 539 568 597 620 +
2 30 4 533 55.8 92.0 1
F 40 4 4 12 520 521 553 568 570 -+
4 30 118 510 535 559 500 650 +
4 38 7 509 53.2 54.4 |
4 43 7 536 54.9 56.0 |
4328 7 492 56.0 58.0 1
7 4 68 311 529 55.4 57.0 58.1 +
7 30 191 445 529 542 555 620 1
7 38 27 492 518 530 540 543 1
I 20 7 43 43 490 530 545 563 572 0
‘ ‘ : : 738 8 554 557 572 580 580 1
20 30 40 50 gl The deviation of your results from the median of the A 07%
A corresponding sub-collective (kit) is: B 33%
- Other kit ber):
No of participants 536 1-30?35, 1'-38%?—33(?), 2-43(2), 2-140(1), 4-12(1), 4-13(1), 4-140(3), 5-38(1), 7-02(1), 7-12(1), 7-13(2),
sample/unit A g/l B 7-40(1), 7-99(1), 7-126(2), 7-166(1),
mean 32.6 54.9
standard deviation 1.52 2.71
coefficient of variation 4.67 4.94
Anayte  Transferrin (_sample A [g/
Method all methods M Kit N Min 16.P 50.P 84.P Max 12 14 16 18 2 22
y - Alle 653 0001 173 177 181 284 +
success rate 99,0 % out of range 5 130 3 166 1.73 1.80 1
® B 2 28 11 160 165 173 189 198 —+—
4 4 96 157 174 1.78 1.82 2.84 +
4 30 397 0.001 173 1.77 1.81 2.73 +
F500 4 33 54 164 173 179 18 190 +
4 43 54 170 176 18 185 1.9 +0
4 126 7 168 1.80 1.83 |
4 328 12 160 166 174 182 185 -+
4,50
i [ sample B [g/1]
M Kit N Min 16.P 50.P 84P Max 3 35 4 45
b L 400 Alle 653 0.003 365 375 385 529 +
13 3 351 3.70 3.85 1
4 2 28 11 330 347 368 395 529 —+—
° 4 4 9% 309 369 378 38 4.08 +
° 4 30 397 0003 365 375 384 419 +
y ‘e @ r350 4 38 54 360 371 380 38 4.02 +
4 43 54 330 359 366 373 387 4
e oo 4 126 7 367 3.80 3.87 |
4 328 12 344 353 366 388 424 -+
o, 3.00 The deviation of your results from the median of the A 33%
’ corresponding sub-collective (kit) is: B 2:6 %
& Other kits (numbe?:
1-04(1), 2-13(2), 2-30(2), 2-38(1), 2-43(2), 4-08(1), 4-13(2), 5-04(1), 5-30(2), 6-30(1), 7-30(2), 7-43(2),
F 2,50
\_ T T
1,50 2,00 gll
A
No of participants 653
sample/unit A g/l B
mean 1.77 3.75
standard deviation 0.045 0.108
coefficient of variation 2.59 2.90



Youden plots 1G2/26, Participant No 9900954, page 4 of 8 "

[ sample A[g/

Analyte IgA
Method all methods M Kit N Min 16P 50.P 84.P Max 1 1,5 2
- Alle 526 134 148 153 160 267 +
success rate 99,2 % out of range 2 2 13 10 134 135 143 192 266 +—
B 2 28 38 145 155 162 1.67 1.81 +
2 30 3 151 1.52 1.56 1
L 6.0 2 43 4 148 1.51 1.63 1
’ 4 4 80 145 151 156 163 267 +
4 30 291 142 148 152 158  2.00 ¥
4 38 33 141 150 154 159 1.65 ¥
4 43 43 146 148 152 1.57 1.68 0
4 126 4 137 1.49 1.57 1
l 50 4 140 6 143 1.52 1.60 1
’ 4 328 5 147 1.50 1.66 1
°
° H [ sample B [g/
°
:'_?’ L 40 M Kit N Min 16P 50.P 84.P Max 2 3 4 5
° A o ® Alle 525 163 364 380 393 463 +
o® Ve 2 13 10 332 347 39 445 463 ——
o 2 28 38 360 38 398 412 449 +
® ﬁ 2 30 3 377 3.80 3.82 |
L 30 2 43 4 318 3.25 3.67 |
L4 ’ 4 4 80 163 364 379 392 405 +
4 30 291 204 372 381 3.91 4.34 1
4 38 33 343 353 370 381 3.90 +
4 43 43 295 321 329 342  4.00 ¢
4 126 4 379 4.01 422 |
L 20 4 140 6 349 3.79 3.91 |
’ 4 328 5 381 3.93 4.07 1
9 The deviation of your results from the median of the A 19%
corresponding sub-collective (kit) is: B —0:6 %
j J j J J Other kits (number?:
0,50 1,00 1,50 2,00 2,50 g/l 1-04(1), 1-30(2), 2-140(1), 4-13(2), 5-04(1), 6-30(1),
A
No of participants 525
sample/unit A g/l B
mean 1.54 3.77
standard deviation 0.067 0.217
coefficient of variation 4.39 5.75
pnave  1gG [ sample A [g/1]
Method all methods M Kit N Min 16P 50.P 84.P Max 6 8 10 12 14
y - Alle 527 837 947 980 101 144 +
success rate 99,0 % out of range 0 2 13 11 904 914 951 114 123 +—
B 2 28 38 847 942 969 10.2 10.6 +
2 30 3 974 9.91 10.2 1
2 43 3 891 9.85 9.96 1
4 4 83 922 970 996 102 14.4 +
4 30 293 882 958 981 10.1 10.6 +
4 38 34 837 89 920 942 962 4
4 43 40 918 947 972 993 10.3 0
L 25,0 4 126 4 875 9.92 10.1 |
4 140 5 893 9.20 9.99 |
4 328 5 915 9.81 10.2 1
[ sample B [g/
°
P - o 200 M Kit N Min 16.P 50.P 84.P Max 10 15 20 25
g ° Alle 527 100 182 188 195 220 +
o 2 13 1 172 174 180 191 22.0 +
0 2 28 38 139 180 185 195 207 +
L4 2 30 3 190 19.0 19.1 1
2 43 3 175 18.8 19.2 |
15,0 4 4 83 100 188 195 199 209 +
° 4 30 293 102 184 188 193 201 +
4 38 34 160 1741 177 184 19.0 +
4 43 40 165 181 185 190 195 (13
4 126 4 170 19.4 19.9 |
4 140 5 173 174 19.1 |
L 10.0 4 328 5 170 18.0 20.2 1
The deviation of your results from the median of the A 06%
corresponding sub-collective (kit) is: B _0:7 %
T T T " " T Other kits (number):
4,0 6,0 8,0 10,0 12,0 14,0 g/l 1-04(1), 1-30(2), 2-140(1), 4-13(2), 5-04(1), 6-30(1),
A
No of participants 527
sample/unit A g/l B
mean 9.78 18.7
standard deviation 0.411 0.925
coefficient of variation 4.20 4.93
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pnalye  TgM [ sample A[g/] ]
Method all methods M Kit N Min 16.P 50.P 84P Max 0,5 1 1,5 2
y - Alle 521 0926 132 140 146 220 +
success rate 99,2 % out of range 0 2 13 10 130 138 145 172 220 +—
B 2 28 37 132 141 147 156  1.60 +
2 30 3 140 143 1.47 1
2 43 3 130 141 1.42 1
4 4 82 126 133 136 139 218 ]
l 50 4 30 288 0926 135 140 145 155 +
' 4 38 34 114 118 123 127 132 1
4 43 4 130 136 142 147 156 (1}
4 126 4 122 1.31 1.42 1
4 140 5 116 1.31 1.39 |
4 328 5 154 1.61 1.69 |
F 4,0
s [ sample B [g/1] ]
L °
) ix M Kit N Min 16.P 50.P 84P Max 1 2 3 4 5
& I 3,0 Alle 521 0928 288 303 316 367 +
2 13 10 308 310 326 355 3.67 4+
» 2 28 37 273 291 309 328 343 +
2 30 3 3.05 3.06 3.09 1
2 43 3 280 2.92 2.94 |
4 4 82 140 289 295 302 325 I
F20 4 30 288 0928 297 308 317 343 1
4 38 34 255 262 273 277 284 1
4 43 41 265 283 295 303 315 OF
4 126 4 284 2.96 3.08 1
4 140 5 283 2.90 3.12 |
1.0 4 328 5 326 34 3.60 |
The deviation of your results from the median of the A 21%
corresponding sub-collective (kit) is: B _4:7 %
J J J J j Other kits (numberz:
0,50 1,00 1,50 2,00 2,50 gl 1-04(1), 1-30(2), 2-140(1), 4-13(2), 5-04(1), 5-30(1), 6-30(1),
A
No of participants 521
sample/unit A g/l B
mean 1.39 3.01
standard deviation 0.095 0.212
coefficient of variation 6.84 7.04
Analyte  Haptoglobin (_sample A g/ ]
Method  all methods M Kit N Min 16P 50.P 84P Max 05 1 1,5
y - Alle 401 0840 0990 102 105 142 i
success rate 99,5 % out of range 0 2 13 3 100 1.05 1.07 1
B 2 28 18 0980 1.01 106 110 1.14 +
4 4 60 099 103 105 109 142 I
4 30 234 0930 099% 1.02 104 110 1
L 300 4 38 24 0944 100 102 105 1.07 I
’ 4 43 46 0937 0970 0998 1.01 1.06 0
4 140 6 0.874 0.966 0.994 |
L 250 | Sample B [g/l] ]
M Kit N Min 16.P 50.P 84P Max 05 1 15 2 25 3
Alle 401 103 160 165 171 1.89 ]
F200 2 13 3 15 1.65 1.74 1
29 2 28 18 157 159 173 184 189 +
| 4 4 60 146 168 172 177 183 ]
ﬂ 4 30 234 103 161 165 168 176 1
1,50 4 38 24 150 162 165 170 1.72 I
4 43 46 153 156 160 163 168 0
4 140 6 140 1.56 1.60 |
The deviation of your results from the median of the A 02%
F 1,00 | corresponding sub-collective (kit) is: B 06%
Other kits (numbe?:
1-30(1), 2-43(1), 4-12(1), 4-13(1), 4-45(1), 4-328(2), 5-30(1), 6-30(1), 7-43(1),
r 0,50
r 0,00
0,50 1,00 1,50 2,00 g/l
A
No of participants 401
sample/unit A g/l B
mean 1.02 1.65
standard deviation 0.041 0.069
coefficient of variation 4.02 4.20
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Analyte  C3-complement (_sampte A fg/ ]
Method  all methods M Kit N Min 16P 50.P 84P Max 0,5 1 1,5
)y - Alle 289 0660 0980 102 107 122 +
success rate 99,6 % out of range 0 2 13 6 0965 1.03 1147 1
B 2 28 57 0921 102 106 108 122 1
4 4 27 0950 0989 1.01 1.04 114 I
4 30 130 0920 0987 1.01 1.05  1.10 13
4 38 16 0860 0927 0956 1.00 1.01 t
4 43 21 0975 102 111 115 118 0
4 126 7 0923 1.00 1.05 1
4 140 11 0660 0904 0980 109 1.2
F 2,00
( sample B [g/ ]
M Kit N Min 16.P 50.P 84.P Max 0,5 1 1,5 2
1,50 Alle 289 103 119 124 130 145 +
d’o 2 13 6 118 1.25 1.35 1
! 2 28 5 116 124 128 131 142 1
. 28 4 4 27 104 120 123 126 129 I
"‘ 4 3 130 112 120 123 127 131 ]
4 38 16 103 110 114 118 119 1
Fr100 4 43 21 122 127 137 141 1.45 ]
4 126 7 114 121 1.29 1
4140 1 111 116 120 126 130 t
The deviation of your results from the median of the A -36%
corresponding sub-collective (kit) is: B -1 :4 %
- 0,50
Other kits (number?:
1-04(1), 1-30(1), 2-30(1), 2-43(1), 2-140(1), 2-156(1), 4-12(2), 4-28(1), 4-328(2), 5-04(1), 6-30(1), 7-02(1),
0,50 1,00 1,50 2,00 g/l
A
No of participants 289
sample/unit A g/l B
mean 1.02 1.24
standard deviation 0.056 0.063
coefficient of variation 5.51 5.11
Analyte  C4-complement (_samete A g ]
Method all methods M Kit N Min 16.P 50.P 84.P Max 0,08 0,16 024 032 04
y - Alle 290 0190 0210 0230 0253 0.760 +
success rate 99,3 % out of range 1 2 13 6 0229 0.267 0.328 1
B 2 28 58 0219 0241 0250 0.25 0.760 1
4 4 26 0236 0240 0251 0260 0.270 +
4 30 130 0.190 0205 0210 0220 0.271 k
4 38 16 0200 0240 0253 0.271 0.280 +
L 040 4 43 22 0220 0234 0240 0250 0.255 0
’ 4 126 7 0.230 0.240 0.250 |
4 140 11 0227 0230 0240 0251 0.258 +
o Sample B [g/]
032 (__sample B [g/1] ]
M Kit N Min 16.P 50.P 84.P Max 0,08 0,16 024 032 04
. Alle 290 0.182 0.204 0230 0.250 0.334 -+
) 2 13 6 0.231 0.267 0.334 |
Lo el 0,24 2 28 58 0208 0.237 0.242 0250 0.264 ]
oo, 4 4 26 0235 0240 0250 0.259 0.270 +
1 ad 4 30 130 0.190 0200 0210 0.220 0.280 +
4 38 16 0200 0241 0251 0269 0.270 1+
4 43 22 0228 0237 0250 0260 0.261 X
| 016 4 126 7 0.210 0.240 0.250 1
’ 4 140 11 0215 0220 0235 0252 0.255 +
The deviation of your results from the median of the A 41%
corresponding sub-collective (kit) is: B 4:0 %
F 0,08  Other kits (number?:
1-04(1), 1-30(1), 2-04(1), 2-30(1), 2-43(1), 2-140(1), 4-12(2), 4-28(1), 4-328(2), 5-04(1), 6-30(1), 7-02(1),
0,08 0,16 0,24 0,32 0,40 g/l
A
No of participants 290
sample/unit A g/l B
mean 0.231 0.228
standard deviation 0.020 0.022
coefficient of variation 9.04 9.70
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Analyte  CRP [ sample A[mg/ ]
Method  all methods M Kit N Min 16P 50.P 84P Max 40 60 80 100
g Alle 1280 1.73 482 511 55.6 521 +
success rate 97,5 % out of range 9 1 61 50 500 510 540 568  60.0 +
5} 9 B 2 13 10 482 56.1 59.8 66.4 74.0 4+
2 28 43 423 438 457 476 499 t
L4 4 4 149 445 525 54.0 55.4 68.9 ]
4 7 50 560 504 53.9 57.7 64.9 +
4 30 623 173 480 50.1 52.0 521 4
4 38 83 525 551 56.7 58.4 64.9 t
| 150 4 43 80 437 484 500 521 563 0
° 4 126 20 422 438 458 47.0 49.6 1
4 328 32 482 489 514 53.2 55.0 +
5 44 23 966 756 81.8 95.7 100 ——
5 61 26 490 513 54.0 58.0 60.0 +
6 89 8 470 488 56.5 62.6 63.0 —+
6 130 8 440 466 51.5 54.6 55.0 -+
°
[ ]
© ° o [ Sample B [mg/l] ]
’ ‘ oo 100 M Kit N Min 16.P 50.P 84.P Max 50 100 150
o >
-»i® ° Alle 1280 0.500 726 76.6 83.5 775 +
hJ 1 61 50 710 760 808 848  91.0 +
2 13 10 720 744 80.2 85.2 91.0 -+
2 28 43 684 700 72.0 749 77.5 ]
4 4 149 544 790 821 83.9 98.5 1
4 7 50 812 743 80.4 84.9 99.3 +
4 30 623 133 722 75.2 78.0 775 L ]
° | 50 4 38 83 800 835 854 880 964 t
° 4 43 80 645 728 750 715 875 ¢
4 126 20 609 64.1 66.2 68.4 74.3 ]
4 328 32 693 758 7.7 80.0 84.4 ]
5 44 23 144 100 100 121 324 —
€ [0) 5 61 26 750 763 80.1 85.7 91.0 +
‘ ‘ ‘ ‘ ‘ 6 89 8 585 592 685 110 111 —+—
KO 40 60 80 100 mgl 6130 8 760 764 815 898 920 +
The deviation of your results from the median of the A 04%
No of participants 1280 corresponding sub-collective (kit) is: B —0:6 %
sample/unit A mg/I B Other kits (num er?
mean 52.2 77.9 1-04(1), 1-30(1), 1-99(1), 1-159(1), 2-99(1), 3-159(1), 4-507(6), 4-08(3), 4-12(5), 4-13(3), 4-32(1), 4-33(6),
P 4-34(2), 4-40(5), 4-89(1), 4-99(3), 4-128(1), 4-140(2), 4-166(1), 4-168(1), 4-364(6), 5-38(1), 5-89(1), 5-159(5),
standard deviation 6.14 7.96
P — 0 102 5-335(1), 6-08(6), 6-30(1), 6-99(1), 6-159(1), 7-30(2), 7-99(3), 7-151(1),
pnaiye  IgE [ sample A [kum
Method  all methods M Kit N Min 16P 50P 84P Max 50 100
) ’ Alle 352 405 668 736 790 143 +
success rate 98,8 % out of range 0 130 9 736 752 771 805 808 F
B 1 72 14 608 631 73.3 81.3 84.9 -4
2 28 15 66.0 675 70.6 75.0 77.6 L
4 4 34 650 669 71.8 75.6 77.8 +
4 30 12 702 733 76.7 82.9 84.3 1+
4 38 9 610 66.2 726 76.0 79.0 -+
| 50 BeckCow2 7 706 729 76.2 [
4 140 3 620 63.3 66.8 1
5 30 156 618 697 76.6 80.8  85.0 -+
5 40 3 593 61.4 68.1 1
5 43 22 600 611 66.2 69.4 70.6 0F
L 200 5 44 16 405 631 66.9 754 944 +
5 72 38 588 654 73.6 785 143 -+
°
re [ sample B (kU
_1
i T150 M Kit N Min 16P 50.P 84P Max 50 100 150 200 250
é" Alle 352 765 129 143 154 180 -+
[t 1 30 9 139 142 150 157 158 +
° L 100 1 72 14 126 127 145 160 180 —+
2 28 15 115 129 135 141 144 ¥
4 4 34 120 128 136 145 151 +
4 30 12 139 142 150 161 163 +
4 38 9 120 134 148 152 154 -+
L 50 eckCou2 7 119 149 159 1
4 140 3 17 118 126 1
5 30 156 122 135 149 156 165 -+
5 40 3 123 133 135 1
5 43 22 118 123 130 140 144 oF
Lo 5 44 16 765 110 133 147 173 —+
‘ ‘ ‘ ‘ 5 72 38 950 121 141 153 167 —+
0 50 100 150 kU/I The deviation of your results from the median of the A -91%
A corresponding sub-collective (kit) is: B -69%
L Other kit ber):
No of participants 352 0401, 1'-23({1]51,?-@(?), 2-99(1), 3-30(1), 4-12(2), 4-13(2), 4-16(1), 4-43(2), 5-04(1), 5-23(1),
sample/unit A kU/I B
mean 73.2 142
standard deviation 7.26 12.5
coefficient of variation 9192 8.81
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Analyte  sol.Transfe.Receptor
Method  all methods
success rate 93,7 % out of range 0
B
- 6,0
r 5,0
00. '0 - 4,0
r 3,0
F2,0
° F1,0
- 0,0
0,50 1,50 2,00 2,50 mg/|
A
No of participants 145
sample/unit A mg/I B
mean 1.65 3.48
standard deviation 0.556 1.17
coefficient of variation 33.6 33.6

[ sample A[mg/]

M Kit N Min 16.P 50.P 84.P Max

Alle 145 0500 0910 200 209 225
2 28 29 0814 0877 0910 0957  2.00
4 30 94 180 198 202 210 225

4 43 5 0500 0.610 0.650
4 140 2 0950 0.958 0.966
4 154 0.660 0.690 0.720

2
5 13 10 0920 0935 0975 112 114

[ sample B [mg/1)

M Kit N Min 16.P 50.P 84.P Max

Alle 145 0900 192 423 439 460

2 28 29 0900 1.80 193 203 422
4 30 94 396 420 429 444 460

0,5 1 1,5
0
0
I
I
I
I_
1 2 3
o
¢

4 43 5 138 1.48 1.52 |

4 140 2 186 1.92 1.98 1

4 154 2 157 1.60 1.63 |

5 13 10 189 191 2.00 2.27 2.29 +

The deviation of your results from the median of the A 22%
corresponding sub-collective (kit) is: B -20%

Other kits (number):
1-154(1), 4-105(1), 5-30(1),



